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FIGURE 1 (CONT'D.) 



C 

Alternate exon 1 (70: 5'-CCT AGT AAT AGA GGA GGA GAC 
ATT TCT AAA ATC GCA CCC AGA ACT GTC TAC ACC AAG 
AGC AAA GAT TCG ACT GTC AAT CAC ACT TTG ACT TGC 
ACC AAA ATA CCA CCT ATG AAC TAT GTG TCA AAG-?' 
Alternate exon 2 (7') 5'-CAG ACT GTC TCT CCC CTC CTG 
GGA TTT ACA GGG TCA TGG CTC TGA AAC ATT CTG TAG 

(Position 55,56) 
TGT TCT TTG GAC ACG AGT TTT CCC TGG AGA TCG CTT 
TCT GCA GGC CTA TTG GTC CTG ACT GTG GCT TCT TTT 
CAG-? 



D 

Exon 2j^\MLSLNNL0NIIYNPV 

Exon 3 IPFVGTIPDQLDPGTLIVIRGHVPSDADK 

Exon 4 FQVDLONGSSVKPRADVAFHFNPRFKRAGCIVCNTLINEKWGREEITYDTPFKREKSFEIVIMV 
LKDKFO 

Exon 5 VAVNGKHTLLYGHRlGPEKIDTLGIYGKVNIHSaGFSFSS 
Exon 6 DLQSTOASSLELTEIVREN 
Exon 7 VPKSGTPQL 

Exon 8 SLPFAARLNTPMGPGRTVWQGEVNANAKS 

Exon 9 FNVDLLAGKSKDIALHLNPRLNIKAFVRNSFLOESWGEEERNITSFPFSPGMYFE 
Exon 10 MIIYCDVREFKVAVNGVHSLEYKHRFKELSSIDTLEINGDIHLLEVRSW 
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FIGURE 1 (CONT'D.) 



E 

FAARLNTPMG PGRTVWQGE VNANAKSFNV DLLAGKSKDI ALHLNPRLNI 
KAFVRNSFLQ ESWGEEERNI TSFPFSPGMY FEMIIYCDVR EFKVAVNGVH 
SLEYKHRFKE LSSIDTLEIN GDIHLLEVRS W 
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FIGURE 2 (CONT'D.) 



B 

MMLSLNNLQN IIYNPVIPFV GTIPDQLDPG TLIVIRGHVP SDADRFQVDL 
QNGSSMKPRA DVAFHFNPRF KRAGCIVCNT LINEKWGREE ITYDTPFKRE 
KSFEIVIMVL KDKFQVAVNG KHTLLYGHRI GPEKIDTLGI YGKVNIHSIG 
FSFSSDLQST QASSLELTEI SRENVPKSGT PQL 
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1/1 

ATG ATG TTG TCC TTA AAC AAC CTA CAG AAT 
Met met leu ser leu asn esn leu gin asn 
61/21 

GGC ACC ATT CCT GAT CAG CTG GAT CCT GGA 
gly thr ile pro asp gin leu asp pro gly 
121/41 

AGT GAC GCA GAC AGA TTC CAG GTG GAT CTG 
ser asp ala asp arg phe gin val asp leu 
181/61 

GAT GTG GCC TTT CAT TTC AAT CCT CGT TTC 
asp val ala phe his phe asn pro arg phe 
241/81 

TTG ATA AAT GAA AAA TGG GGA CGG GAA GAG 
leu ile asn glu lys trp gly arg glu glu 
301/101 

AAG TCT TTT GAG ATC GTG ATT ATG GTG CTG 
lys ser phe glu ile val ile met val leu 
361/121 

AAA CAT ACT CTG CTC TAT GGC CAC AGG ATC 
lys his thr leu leu tyr gly his arg ile 
421/141 

TAT GGC AAA GTG AAT ATT CAC TCA ATT GGT 
tyr gly lys val asn ile his ser ile gly 
481/161 

CAA GCA TCT AGT CTG GAA CTG ACA GAG ATA 
gin ala ser ser leu glu leu thr glu ile 
541/181 
CCC CAG CTT 
pro gin let; 
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FIGURE 3 



1 ACTAACCAGC CAGCCATTCC AACTGGTTGA CATGACTTTG TTTAACTTTA 

51 TTTGTATTTC TGGCTGGTGT CTTTACAGCC AATAGGTCAA ACIATCAGTC 
Foudrc TATA Box 

301 AGTGTAGGGC CCTGAGAAGT CGGC ****** AGAGCATCTA ATAGGCACAG 

4-1 Transcription initiation site 

151 AATTGTGCTC CATACTGCTT AAA CTGTTCC CTAACTTCTCC AATTTGGAGA 

201 AAACACCCAC ACGCAGGATA ACCGGCGAGT GACCCGGACT GGCTGCCAGI 

251 CCAAGTTATC ACTAACGGAT GGGGAGCTTG GGCTOGGCAC AGTCCAGCG1 

301 ACTGAACCC? TCCCCCACCG TTTCACCTGC ATACAGAGCT CTCTACTGT< 

351 AAAAAGCAGC GCCTCCAAGT CTCTTCTGCC ACTGTCTGGA CTTGGATCCG 

4 01 AGGCAGACGA GGAAGCTGAG AAAACCCTGG CCTTGACCCC CTGGACCTGG 

451 GCGCCCCGGG AAGGCCAGCG CTTGCTCCAG GCAGGCGGGC CCTGTGCGCI 

501 GACCACCCTG GTCCTGAAAA GTCCCAGCCC CGAGCCCCCT CCCTCCTAGA 

551 CCTGGAGGCC TGGAACAGCC AG fflGGACCT CGGCCCACCT TTCTTTTCT7 

601 TCCrrCCCAT TTTCCTACCA CCTCCCACCC CACTCCGCCI TCCGGGCAAA 

651 GGCAGCCAGA TCCACCCAGG ACACATTCTT TCTCCTTATC CCTCTGTGCT 

701 CGTCCCACAG CAAGCCAGTC GCGCTCCAAG GCTCCAGAGG CTGTGCAGGA 

751 GGCCGAGCTG GGTGGCGATC AGCGGCGGGT CCCTGTCCAA AACCCAGCAG 

801 AGCCGCCAGG GACGCCCCAG ACACAGAAGG CGGGGCCCGG CGAGGCTGGC 

851 GAGACCACAG CAGTGAGGCC CCCCACCCCG CAACTGAACG AGGACTGACT 

{-Extension fritter 

901 COTGTCGCrr CCGT ^ rrr - r ^AfCCXCQCC AGAOCCGCCA ACCCTCACGG 

951 CACTTACTGC TGACAAACAA CCTGCTCCCT GGAGCGCCTC AAACCCAATC 

1001 TTTGGbTCAC TCGCGCGAC 
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FIGURE 6 
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FIGURE 7 
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FIGURE 8 
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FIGURE 9 



moP , MMC QQcacqaqag aagagactcc aatcgacaag aagccggaaa agaatgatgt 

,g?HSs^s :ssss sssi ssss 

IE SS=S 332 5SS5 != 

J55 aaacqaatat tcacccaaci ggt?ttagct tcagctcgga cttacaaagt acccaagcat 
III ctaotccqpa actgaeagag atagttagag aaaatgttcc aaagtctggc acgccccagc 
III tJ-occcccc attegetqca aggltcaaea cccccacggg ccccggacga actgtcgtcg 
6 t caaggaga ca altgccaaaa oetttaatgt tgacctacta 9 caggaaaat 

ill caaaqcatat tgetctacae ttqaacecac gcctgaatat taaageattt gtaagaaatt 
III aaaatcctgg ggagaagaag agaqaaatat tacctctttc ccatttagtc 

III c qoga qta ct tgagacl a'alttfatt gfgatgttag agaatteaag 9ttgcagtaa 

UKSS SSSSS SSS ESS 

is 1 ===s ssssn =5ss s=se s=£ 
» s s ~c iiittitt esss ssss ssxs 

J ^eaaqTat g t aac Stattcat ggagtlect. ctataataca 9tagctaaca 
tqtactgagc Icaaattttt ttcggtaaat ctgtgaggag ctaggatata tacttggtga 
9 tatqtcccct qttctcctga qcttcgactc ttctgtgcgc tactgctgcg 

cac^cetat c ac qqca fe.e.te..e tcetaagggg teetetggga tcagttatge 
llll -aaeletaaa cacc4"«9 acaccaactt aeagaagaca eaaetecttc cccagtgate 
llll actqteataa ccagtgctcc gceqtatcec atcactgagg actgacgttg actgaeatca 
162! ttttctttat eotaataaae atgtggetct attagetgea agetttaeea agtaattgge 
1681 atqacae"g aocaeagaaa ttaagccaaa aaaecaaagc aaaaeaaata catggtgctg 
"atcaact? gacgeeaage eeaaggeage tgatctetgt 9-tttgaae "aeeegaaa 
Tnni t-r-aoaotcta cacaqacgcc tacagaagtt tcaggaagag ccaagatgca ttcaatccgt 
tggecaacaa agtaaggtea ggattagaet teaggcattc "aaggcagg 
1921 cactatcaga aagtgtacgc caactaaggg acccacaaag caggeagagg taatgcagaa 
llll atcSttS ttcccatqaa atcaecaatc aaggcctceg ttcttctaaa gattagtcca 
llll teateaccag eaaetgagat eaaagcactc ttccacttta cgtgattaaa atcaaacetg 

™ SS3K =SS2 SSSSS SSS55 K 
~ 2SKS = ™" "~ T™ 

23^1 catattgaaa agglacacel ctgteaatct tactttttta aaagtactca Stgtagaaat 

i b S3S3S SSSS ES 

; M1 roaoaatccc ccagagttat ctttctccat aaagaccatc agagtgctta actgagctgt 

S dss sssns «™ sass 
is =: s= =sss ssss 

am aggettttaa etcaatgcl aaeattetae gggatgttct tagatgeett taaaaagggg 
llll qcaaqaccta attttatttg aacccteact ttccaacttt caccacgacc cagtactaga 
2941 gaecagggea c teaaaqea ttgaaaaaaa tetaetgata cttactttce "gaeaagta 
300! gttcttaltt aaeeaeeaat ggaaetgggt teattctgaa teccggagga 9c"cctcgt 
llll qccacccaqc gtttctgggc cctctgtgtg agcagccagg cgtgagctgt tttagaagca 
?21 legtgttgec Se-tcSc eegtccecea aaagaaeaaa ggataaaggt 9aeagtcaea 
llll ctcctgggtt aaaaaaagea ttceagaacc acttctctttr atgggcacaa "acaaagaa 
llll QCtaaiHcg eccaceelaa tgaaagtagg ctttacagte aagtacetet 9ttgattget 
330^ aaltaactcc attttcttga aatagagcaa ctttgagtga aatctgcaac atggatacca 
llll "catgtaag a actgctgt aeagaagagt taaggettae agtgeaaatg aggegtcage 
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FIGURE 9 (CONT'D.) 



3421 tttgggtgct aaaattaaca agtctaatat tattaccatc aatcaggaag agataataaa 

3481 tgttteaaca aacacagcag tctgtataaa aatacgtgta tatttactct ttctgtgcac 

3541 gctctatagc ataggcagga gaggcttatg tggcagcaca agccaggtgg ggattttgta 

3601 aagaagtgat aaaacatttg taagtaatcc aagtaggaga tattaaggca ccaaaagtaa 

3661 catggcaccc aacacccaaa aataaaaata tgaaatatga gtgtgaactc tgagtagagt 

3721 atgaaacacc acagaaagtc ttagaaatag ctctggagtg gctctcccag gacagtttcc 

3781 agttggctga atagtctttt ggcactgatg ttctacttct tcacattcat ctaaaaaaaa 
3841 aaaaaaaaaa 
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FIGURE 10 



^MLSIjNNLQNIIYNPVIPFVGTIPDQLDPGTLIVIRGHVPSDADRFQVDLQN 

AGCIVCNTLINEKWGREEITyDTPFKREKSFEIVIMVLKDKFQVAVNGKHTLIiYGHRIGPEKIDTLGiyGK 
VNIHSIGFSFSSDLQSTOASSLELTEIVRENVPKSGTPOLSLPFAARLNTPMGPGRTVWQGEVNANAKSF 
NVDLIAGKSKDIALHLNPRLNIKAFVRNSFLOESWGEEERNITSFPFSPGMYFEMIIYCDVREFKVAVNGV 

HSLEYKHRFKELSSIDTIiEINGDIHLLEVRSW 
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FIGURE 12 
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FIGURE 13 




